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Number: 

Changed a (ilo from non-ASCII to ASCII I B C H C U 




slafi 



Changed the margins in cases wtiero tho sequence 



text was "wrappod" dowjyalb<>j>e^ lino. JQjic^G^ 



Edited a (omiat error in the Cunent Application Data section, speafically: 



Edited tho Current Application Data section with the acluaJ current number. The number inputted by the 
applicant was □ the prior application data; or □ other , 

Added Iho mandatory heading and subheadings for 'Current Application Data". 

Ed:tod Uio -Number of Sequena^s' Mold. Tho appiicani spelled out a number instead ol using an integer. 

— »- 

Changed tho spelling ol a mandalorY Held (tho headings or-'subheadings). spccltici*y:. 



[□ Corrccled Iho SEQ ID NO when obviously incorrect. The sequence gumbers that wore edited wore: 



Insenod or corroded a nucleic number at the end o( a nucleic lino. SEQ ID NO'S edited: 



Corroded subheading placement. All responses must bo on tho same line as each subheading. II Die 
applicant placed a response below the subheading, this was moved lo ils appropnato place. 

Inserled colons alter headmgs/subheadings. Headings edited included: 



Deleted oxira. invalid, headings used by an appiicani, specifically: 



DelolGd: a non-ASCII -garbage- at tho beginning^ ol liles: O secrolarY inrtials/hlenamo al end ol lilo: 
□ page numbers throughout lext; □ other invafid~t©*tT-&«ch as _ 



Inserted mandatory headings, specifically: 



Corrected an obvious error in Iho response, speolically: 



Edited idonliliors where upper case is used bul lower case is required, or vice versa. 
CoaccTod an error in tho Number ol Sequences Held, specilicaily: 



A -Hard Pago BroaK" codo was mserlod by the appiicani. All occurrences had to bo deleted 

Deleted ending stop codon m ammo acid sequences and adjusted tho "(AjLength:- lield accordingly (error 
duo to a Patontin bug). Sequences corrected: _ .. . " ' 



OE^amj-ncr: Tho above corrcclions must bo communicated to the applicant in tho first Office 
Action. DO NOT send a copy of this form. 
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RAW SEQUENCE LISTING 1^^^^^^^ ^ 02/13/2001 

PATENT APPLICATION: US/09/756,983 TIME: 08:41:47 

Input Set : N:\Crf3\0205200I\l756983.raw 
Output. Set: N:\CRF3\02132001\l756983.raw 

1 <110> APPLICANT: Albanl, Salvatore 

2 <120> TITLE OF INVENTION: METHODS FOR ISOLATION, QUANTIFICATION, 

3 CHARACTERIZATION AND MODULATION OF 

4 ANTIGEN-SPECIFIC T CELLS 

5 <130> FILE REFERENCE: 246/285-CIP 

6 <140> CURRENT APPLICATION NUMBER: US/09/756,983 

7 <141> CURRENT FILING DATE: 2001'01-09 

8 <150> PRIOR APPLICATION NUMBER: 60/105,018 

9 <151> PRIOR FILING DATE: 1998-10^20 

10 <150> PRIOR APPLICATION NUMBER: 09/421,506 

11 <151> PRIOR FILING DATE: 1999-10-19 

12 <150> PRIOR APPLICATION NUMBER: PCT/US 9 9/2 4 6 6 

13 <151> PRIOR FILING DATE: 1999-10-19 

14 <160> NUMBER OF SEQ ID NOS : 24 

15 <170> SOFTWARE: FastSEO for Windov/s Version 4.0 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 17 

19 <212> TYPE: PRT 

20 <213> ORGANISM: Artificial Sequence 

21 <220> FEATURE: 

22 <223> OTHER INFORMATION: Synthesized peptide derived from third hyper V 
2 3 region of IE molecule Mus musculus 

24 <400> . SEQUENCE : 1 

2 5 Aid Ser ^he Glu Ala Gin Giv Ala Leu Ala Asn lie Ala Vai Asp Lys 

26 1 5 10 15 

27 Ala 

29 <210> SEQ ID NO: 2 

3 0 <211> LENGTH: 15 

31 <212> TYPE: PRT 

32 <213> ORGANISM: Artificial Sequence 

33 <220> FEATURE: . 

34 <223> OTHER INFORMATION: Synthesi-ed peptide deri^^ed from bole I proteru 
3 5 of Epstein Barr virus 

3 6 <4 00> SEQUENCE: 2 

37 Thr Arg Asp Asp Ala Giu Tyr Leu Leu Gly Arg Glu Ser Vai Leu 

38 1 5 10 15 

40 <210> SEQ ID NO: 3 

41 <211> LENGTH: 16 

42 <212> TYPE: PRT 

43 <213> ORGANISM: Artificral Sequence 

44 <220> FEATURE: 

45 <223> OTHER INFORMATION: Synthesized peptide derived from the hemophilus 

46 influenza virus 

4 7 <4 00> SEQUENCE: 3 

4 8 Thr Ser Phe Pro Met Arg Glv Asp Leu Ala Lys Arg Glu Pro Asp Lys 

49 1 5 10 15 

51 <210> SEQ ID NO: 4 
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RAW SEQUENCE LISTING DAI E : 02/13/2001 

PATENT APPLICATION; US/0 9/7 56,98 3 TIME: 08:41:47 

Input Set : N:\Crf3\02052001\l756983.raw 
Output Set: N:\CRF3\02132001\l756983.raw 

52 <211> LENGTH: 36 

53 <212> TYPE: PRT 

54 <213> ORGANISM: Artificial Sequence 

55 <220> FEATURE: 

56 <223> OTHER INFORMATION: Synthesized peptide derived from the TCR receptor 

57 gene of Mus musculus 

58 <400> SEQUENCE: 4 

59 Leu His He Ser Ala Val Asp Pro Glu Asp Ser Ala Val Tyr Phe Cys Ala Ser 

60 1 5 10 15 

61 Ser Gin Glu Phe Phe Ser Ser Tyr Glu Gin Tyr Phe Gly Pro Gly Thr 

62 20 25 30 

63 Arg Leu 

64 3 5 

66 <210> SEQ ID NO: 5 

67 <211> LENGTH: 9 

68 <212> TYPE: PRT 

69 <213> ORGANISM: Artificial Sequence 

70 <220> FEATURE: 

71 <223> OTHER INFORMATION: Synthesized peptide derived from the influenza virus 

72 <400> SEQUENCE: 5 

7 3 Gly He Leu Gly Phe Val Phe Thr Leu 

74 1 5 

76 <210> SEQ ID NO: 6 

77 <211> LENGTH: 9 

78 <212> TYPE: PRT 

7 9 <2i3> ORGANISM: Artificial Sequence 

8 0 <2 2 0> FEATURE: 

81 <223> OTHER INFORMATION: Synthesized peptide derived from tlie influenza virus 
3 2 <4 0 0> SEQUENCE: 6 

8 3 Val Lys Leu Gly Glu Phe Tyr Asn Gin 

84 1 5 

86 <210> SEQ ID NO: 7 

87 <211> LENGTH: 11 

88 <212> TYPE: PRT 

8 9 <213> ORGANISM: Artificial Sequence 

90 <220> FEATURE: 

91 <22 3> OTHER INFORMATION: Synthesized peptide totally arti field. 

92 <2 2 3> OTHER INFOi^MATION : Xaa in position 2 stands for cy clohexy lalani ne 

9 3 <4 00> SEQUENCE: 7 
4 Lys Xaa Val Ala Ala Trp Thr Leu Lys Ala Ala 

95 1 5 10 

97 <210> SEQ ID NO: 8 

9 8 <211> LENGTH: 13 

99 <212> TYPE: PRT 

100 <213> ORGANISM: Artificial Sequence 

101 <220> FEATURE: 

102 <223> OTHER INFORMATION: Synthesized peptide derived from the influenza virus 

10 3 <4 0 0> SEQUENCE: 8 

104 Pro Lys Tyr Val Lys Gin Asn Thr Leu Lys Leu Ala Thr 
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RAW SEQUENCE LISTING DATE: 02/13/2001 

PATENT APPLICATION: US/09/7 55,983 TIME; 08:41:47 

Input Set : N:\Crf3\0205200L\l756983.raw 
Output Set: N:\CRF3\02132001\l756983.raw 

105 1 5 10 

107 <210> SEQ ID NO: 9 

108 <211> LENGTH: 17 

109 <212> TYPE: PRT 

110 <213> ORGANISM: Artificial Sequence 

111 <220> FEATURE: 

112 <223> OTHER INFORMATION: Synthesized peptide derived from the ovalbumin 

113 of Mus musculus 

114 <400> SEQUENCE; 9 

115 He Ser Gin Ala Val His Ala Ala His Ala Glu He Asn Glu Ala Gly 

116 15 10 15 

117 Arg 

119 <210> SEQ ID NO: 10 

120 <211> LENGTH: 15 

121 <212> TYPE: PRT 

122 <213> ORGANISM: E. coli 

123 <220> FEATURE: 

124 <223> OTHER INFORMATION; dnaJpl heat shock protein 

125 <4 00> SEQUENCE: 10 

126 Gin Lvs Arg Ala Ala Tvr Asp Gin Tvr Gly His Ala Ala Phe Glu 

127 1 ^ 5 10 15 

129 <210> SEQ ID NO; 11 

130 <211> LENGTH: 15 

131 <212> TYPE: PRT 

132 <213> ORGANISM: Homo sapiens 

133 <400> SEQUENCE: 11 

134 Gin Lvs Arg Ala Ala Val Asp Thr Tvr Cys Arg His Asn Tyr Gly 

135 1 " 5 10 15 

137 <210> SEQ ID NO; 12 

138 <211> LENGTH: 9 

139 <'212> TYPE: PRT 

14 0 <213> ORGANISM: Homo sapiens 
14 1 <400> SEQUENCE: 12 

142 Gly He Leu Gly Phe Val Phe Thr Leu 

143 1 5 
14 5 <210> SEQ ID NO: 13 

14 6 <211> LENGTH; 9 

147 <212> TYPE: PRT 

14 8 .213> ORGANISM: Homo sapiens 

14 9 <4 00> SEQUENCE: 13 

150 Val Lys Leu Gly Glu Phe Tyr Asn Gin 

151 1 5 

153 <210> SEQ ID NO: 14 

154 <211> LENGTH: 13 

155 <212> TYPE; PRT 

156 <213> ORGANISM; Homo sapiens 

157 <400> SEQUENCE: 14 

158 Pro Lvs Tvr Val Lys Gin Asn Thr Leu Lys Leu Ala Thr 

159 1 ' ' 5 10 
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RAW SEQUENCE LISTING DATE: 02/13/2001 

PATENT APPLICATION: US/09/7 5 6,9 8 3 TIME: 08:41:47 



Input Set : Nt\Crf 3\02052001\I756983 .raw 
Output Set: N:\CRF3\02132001\I756983.raw 

161 <210> SEQ ID NO: 15 

162 <211> LENGTH: 313 

163 <212> TYPE: PRT 

164 <213> ORGANISM: Artificial Sequence 

165 <220> FEATURE: 

16 6 <2 2 3> OTHER INFORMATION; Fusion constructs with humcin and bacterial sequences 

167 <400> SEQUENCE: 15 



168 Met Giy His Thr Arg Arg Gin Gly Thr Ser Pro Ser Lys Cys Pro Tyr 

169 1 5 10 15 

170 Leu Asn Phe Phe Gin Leu Leu Val Leu Ala Gly Leu Ser His Phe Cys 

171 20 25 30 

17 2 Ser Gly Val lie His Val Thr Lys Giu Val Lys Glu Val Ala Thr Leu 

17 3 3 5 4 0 4 5 

174 Ser Cys Gly His Asn Val Ser Val Glu Glu Leu Ala Gin Thr Arg lie 

175 50 55 60 

17 6 Tyr Trp Gin Lys Glu Lys Lys Met Val Leu Thr Met Met Ser Gly Asp 

177 65 70 ^ 75 80 

17 8 Met Asn lie Trp Pro Glu Tyr Lys Asn Arg Thr lie Phe Asp lie Thr 

179 85 90 95 

180 Asn Asn Leu Ser lie Val lie Leu Ala Leu Arg Pro Ser Asp Glu Gly 

181 100 105 110 

18 2 Thr Tyr Glu Cys Vai Val Leu Lys Tyr Glu Lys Asp Aj a Phe Lys Arg 

183 115 120 125 

184 Glu His Leu Ala Glu Val Thr Leu Ser Val Lys Ala Asp Phe Pro Thr 

185 130 135 140 

186 Pro Ser Tie Ser Asp Phe Glu He Pro Thr Ser Asn Tie Arg Arg He 

187 145 150 155 160 
18 8 Tie Cys Ser Thr Ser Gly Gly Phe Pro Glu Pro His Leu Ser Trp Leu 

189 165 170 175 

190 Glu Asn Gly Giu Giu Leu Asn Ala He Asn Thr Thr Val Ser Gin Asp 

191 130 135 190 

192 Pro Glu Thr Glu Leu Tyr Ala Vdl Ser Glu Phe Gly Giy Ser Giy Gly 

193 195 200 205 

194 Ser Ala Thr Pro Gin Asn Tie Thr Asp Leu Cys Ala Glu Tyr His Asn 

195 210 215 220 

196 Thr Gin He His Thr Leu Asn Asp Lys He Phe Ser Tvr Thr Glu Ser 

197 225 230 235 240 

198 Leu Ala Gly Lys Arg Glu Met Ala He He Thr Phe Lys Asn Gly Ala 

199 245 250 255 

200 Thr Phe Gin Val Glu Val Pro Gly Ser Gin His He Asp Ser Gin Lys 

201 260 265 270 

202 Lys Ala He Glu Arg Met Lys Asp Thr Lou Arg He Ala Tyr Leu Thr 

203 275 280 2B5 

204 Glu Ala Lys Vai Glu Lys Leu Cys Val Trp Asn Asn Lys Thr Pro His 

205 290 295 300 

206 Ala He Ala Ala He Ser Met Ala Asn 

207 305 310 



209 <210> SEQ ID NO: 16 

210 <211> LENGTH; 942 
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211 

212 

213 

214 

215 

216 

217 

218 

219 

220 

221 

222 

223 

224 

225 

226 

227 

228 

229 

230 

231 

233 

234 

235 

2 36 

237 

238 

239 

240 

241 

242 

24 3 

24 4 

245 

246 

247 

248 

24 9 
2 50 
251 
2 52 
2 53 
2 54 

25 5 
256 
257 
2 59 
260 
261 



RAW SEQUENCE LISTING DA'ni: 02/13/2001 

PATENT APPLICATION; US/09/756,983 TIME: 08:41:47 

Input Set : N:\Crf3\0205200I\l756983.raw 
Output Set: N:\CRF3\02132001\l756983.raw 

<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 

<220> FEATURE: , 
<22 3> OTHER IlTFGRMATION : Fusion constructs with human and bacterial sequences 

<400> SEQUENCE: 16 rn 
atgggccaca cacggaggca gggaacatca ccatccaagt gtccatacct caatttc.tt 60 
cagctcttgg tgctagctag tctttctcac ttctgttcag gtgttatcca cgtgaccaag 120 
gaagtgaaag aagtggcaac gctgtcctgt ggtcacaatg tttctgttga agagctggca 180 
naaactcgca tctactggca aaaqgagaag aaaatggtgc tgactatgat gtctggggac 240 
atgaatatat ggcccgagta caagaaccgg accatctttg atatcactaa taacctctcc 300 
attgtgatcc tggctctgcg cccatctgac gagggcacat acgagtgtgt tgttctgaag 3b0 
tatgaaaaag acgctttcaa gcgqgaacac ctggctgaag tgacgttatc agtcaaagct 420 
gacttcccta cacctagtat atctyacttt gaaattccaa cttctaatat tagaaggata 480 
atttgctcaa cctctgqagg ttttccayag cctcacctct cctggttgga aaatggagaa 54 0 
gaattaaatg ccatcaacac aacagtttcc caagatcctg aaactgagct ctatgctgtt 600 
agcgaattcg gcgqctccgg tggtagcgcc acacctcaaa atattactga tttgtgtgca 660 
gaataccaca acacacaaat acatacgcta aatgataaga tattttcgta tacagaatct 720 
ciaactggaa aaagagagat ggctatcatt acttttaaga atggtgcaac ttttcaagta 730 
gaagtaccag gtagtcaaca tatagattca caaaaaaaag cgattgaaag gatgaaggat 840 

tactgaagct aaagtcgaaa agttatgtgt atggaataat 900 



accctgagga ttgcatat 



.gc cgcaattagt atggcaaatt aa 



942 



<: 2 1 0 > 
<jll> 
<212> 
<213> 
<220> 
<223> 
<4 0 0> 



aaaacgcctc atgcg'. 
SEQ ID NO: 17 
LENGTH: 10 5 6 
TYPE: DNA 

ORGANISM: Artificial Sequence 

FEATURE; . ^ 

OTHER INFORMATION: Fusion constructs with human and bacterial sequences 

SEQUENCE: 17 , , . r 

atgggactga gtaacattct ctttgtgatg gccttcctgc tctctggtgc tgctcctctg 60^ 
aagattcaaq cttatttcaa tgaqactgca gacctgccat gccaatttgc aaactctcaa 12u 
aaccaaagcc tgagtgagct agtagtattt tggcaggacc aggaaaactt ggttctgaat 180 



24 0 

3 00 
360 
420 

4 30 



gaqgratact taggcaaaqa gaaaittgac agtgttcatt ccaagratar gggccgcaca 
agttttgatt cggacagttg gaccctgaga cttcacaatc ttcagatcaa ggacaagggc 
ttgtatcaat gtatcatcca tcacaaaaag cccacaggaa tgattcgcat ccaccagatg 
aal-tctgaac tgtcagtgct tgctaactcc aglcaacctg aaatagtacc aatttctaat 
ataacaaaaa atgtgtacat aaatttqacc tgctcatcta tacacggtta cccagaacct 
aagaaqafna gtgttttact aaqaaccaaq aa ttcaacta tcgagtatga tggtattatg 540 
caaaaatctc aagataatgt cacagaactg tacqacgttt ccatcagctt gtctgtLtca bOO 
ttccctgatg ttacqaqcaa tatgaccatc tuctgtattc tggaaactga caagacqcgQ 560 
cttttatctt cacctttctc latagagctt gaggaccctc cigcctccccc agaccacgaa /20 
ttcQqcqqct ccggtggtag cgccacacct caaaararta ctgatttgtg tgcagaatac /80 



84 0 
900 



<2:lo> 

<211> 
<212> 



oaoaacacac aaatacatac gctaaatgat aagatatttt cgtatacaga atctctagct 

ggaaaaagaa aqatggctat cattactttt aagaatggtg caacttttca agtagaagta 

ccaggtaatc aacatataga ttcacaaaaa aaagcgattg aaaggatgaa ggataccctg 960 

aggattgcat atcttactga agctaaagtc gaaaagttat gtgtatggaa taataaaacg 1020 

cctcatgcga ttgccgcaat tagtatggca aattaa 

SEQ ID NO; IB 
LENGTH; 3 51 
TYPE ; PRT 



1056 
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VERIFICATION SUMMARY DATE; 02/13/2001 

PATENT APPLICATION; US/09/756,983 TIME: 08:41:48 

Input Set : N:\Crf3\0205200I\I756983.raw 
Output Set:: N:\CRF3\0 213 2001\l7 5 6 9 8 3.raw 

L:94 M;258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:94 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:94 M:340 W: (46) "n" or "Xaa" usO'd: Feature required, for SEQ ID# : 7 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/756,983 



DATE: 02/13/2001 
TIME: 08:09:09 



Input Set : N:\Crf3\02052001\l756983.raw 
Output Set: N:\CRF3\02132001\I756983.raw 



1 <110> 

2 <120> 
3 

4 

5 <130> 

6 <140> 

7 <141> 

8 <150> 

9 <151> 

10 <150> 

11 <151> 

12 <150> 

13 <151> 

14 <160> 



APPLICANT: Albdiii, Salvatore 

TITLE OF INVENTION: METHODS FOR ISOLATION, 
CHARACTERIZATION AND MODULATION OF 
ANTIGEN-SPECIFIC T CELLS 
FILE REFERENCE: 246/285-CIP 

CURRENT APPLICATION NUMBER: US/O 9/7 5 6 , 9 8 3 
CURRENT FILING DATE: 2001-01-09 
PRIOR APPLICATION NUMBER: 60/105,018 
PRIOR FILING DATE: 1998-10-20 

NUMBER: 09/421, 506 

1999-10-19 
NUMBER: PCT/US9 9/2 4 6 6 
1999-10-19 



PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 



NUMBER OF SEQ ID NOS : 24 
15 <170> SOFTWARE: FastSEO for Windows Version 



©©Fmcted Diskette Needed 



QUANTIFICATION, 



4 . 0 



ERRORED SEQUENCES 

1^ <210> SEQ ID NO: 1 
IB <211> LENGTH: 17 

19 <212> TYPE: PRT 

20 <213> ORGANISM: Artificial Sequence 

21 <220> FEATURE: 

22 <223> OTHER INFORMATION: Synthesized peptide derived from third hyper V 



2 3 region of IE molecule Mus mus cuius 

24 <400> SEQUENCE: 1 

25 Ala Ser Phe Glu Ala Gin Gly Ala Leu Ala Asn lie Ala Val^Asp Lys 

E--> 26 ^^A— ^ ^ / ' 

2 7 Ali " ' ■ ^ /XK'^lMy-yr^ 



439 <210> SEQ ID NO: 24 ^ 

440 <211> LENGTH: 285 

441 <212> TYPE: PRT 

:42 <213> ORGANISM: Artificial Sequence 

443 <220> E'EATURE: 

444 <223> OTHER INFORMATION: Fusion constructs with human and bacterial sequences 



445 


<4 00> SEQUENCE: 24 




























44 6 


Met 


Val 


Cys 


Leu 


Lys 


Phe 


Pro 


Gly 


Gly 


Ser 


Cys 


Met. 


Ala 


Ala 


Leu 


Thr 


447 


1 








5 










10 










15 




448 


Val 


Thr 


Leu 


Met 


Val 


Leu 


Ser 


Ser 


Pro 


Leu 


Ala 


Leu 


Ala 


Gly 


Asp 


Thr 


449 








20 










25 










30 






450 


Arg 


Pro 


Arg 


Phe 


Leu 


Glu 


Gin 


Val 


Lys 


His 


Glu 


Cys 


His 


Phe 


Phe 


Asn 


451 






35 










40 










45 








4 52 


Gly 


Thr 


Glu 


Arg 


Val 


Arg 


Phe 


Leu 


Asp 


Arg 


Tyr 


Phe 


Tyr 


His 


Gin 


Glu 


4 53 




50 










55 










60 










454 


Glu 


Tyr 


Val 


Arg 


Phe 


Asp 


Ser 


Asp 


Val 


Gly 


Glu 


Tyr 


Arg 


Ala 


Val 


Thr 


455 


65 










70 










75 










80 



file://C:\Cif3\Outhold\^VsrI756983.htm 



2/13/01 




Page 2 of 4 



RAW SEQUENCE LISTING DATE; 02/13/2001 

PATENT APPLICATION: US/09/756, 983 TIMPJ: 03:09:09 



Input Set : N:\Crf3\02052001\I736983.raw 
Output Set: N:\CRF3\02132001\I756983.raw 





456 


Glu 


Leu 


Gly 


Arg 


Pro 


Asp 


Ala 


Glu 


Tyr 


Trp 


Asn 


Ser 


Gin 


Lys 


Asp 


Leu 




457 










85 










90 










95 






458 


Leu 


Glu 


Gin 


Lys 


Arg 


Ala 


Ala 


Val 


Asp 


Thr 


Tyr 


Cys 


Arg 


His 


Asn 


Tyr 




459 








100 










105 










110 








460 


Gly 


Val 


Gly 


Glu 


Ser 


Phe 


Thr 


Val 


Gin 


Arg 


Arg 


Val 


Tyr 


Pro 


Giu 


Val 




4 51 






115 










120 










125 










4 62 


Thr 


Val 


Tyr 


Pro 


Ala 


Lys 


Thr 


Gin 


Pro 


Leu 


Gin 


His 


His 


Asn 


Leu 


Leu 




463 




130 










135 










140 












464 


Val 


Cys 


Ser 


Val 


Asn 


Gly 


Phe 


Tyr 


Pro 


Gly 


Ser 


He 


Glu 


Vai 


Arg 


Trp 




465 


145 










150 










155 










160 




466 


Phe 


Arg 


Asn 


Gly 


Gin 


Glu 


Glu 


Lys 


Thr 


Gly 


Val 


Val 


Ser 


Thr 


Gly 


Leu 




467 










165 










170 










175 






468 


IlG 


Gin 


Asn 


Gly 


Asp 


Trp 


Thr 


Phe 


Gin 


Thr 


Leu 


Vai 


Met 


Leu 


Glu 


Thr 




469 








180 










185 










190 








470 


Val 


Pro 


Arg 


Ser 


Gly 


Glu 


Val 


Tyr 


Thr 


Cys 


Gin 


Val 


Giu 


His 


Pro 


Ser 




471 






195 










200 










205 










472 


Leu 


Thr 


Ser 


Pro 


Leu 


Thr 


Val 


Glu 


Trp 


Arg 


Ala 


Arg 


Ser 


Giu 


Ser 


Aia 




473 




210 










215 










220 












474 


Gin 


Ser 


Lys 


Gly 


Gly 


Ser 


Gly 


Gly 


Ser 


Ala 


Gin 


Leu 


Lys 


Lys 


Lys 


Leu 




475 


225 










230 










235 










240 




476 


Gin 


Aia 


Leu 


Lys 


Lys 


Lys 


Asn 


Ala 


Gin 


Leu 


Lys 


Gin 


Lys 


Leu 


Gin 


Ala 




477 










24 5 










250 










255 






47 8 


Leu 


Lys 


Lys 


Lys 


Leu 


Ala 


Gin 


Gly 


Ser 


Gly 


Gly 


Ser 


Ala 


Gly 


Gly 


Gly 




479 








260 










265 










270 








480 


Leu 


Asa 


Asp 


lie 


Phe 


Glu 


Ala 


Gin 


Lys 


He 


Glu 


Trp 


His 










4 81 






275 










280 










285 








E--> 


482 


r 
































E--> 


483 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/7 5 6,9 8 3 



DATE 
TIME 



02/13/2001 
08 : 09 : 10 



Input Set : N:\Crf3\02052001\l756983.raw 
Output Set: N:\CRF3\02I3 2001\l7 56 9 8 3.raw 



L:26 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:1 
L:94 M:258 W: Mandatory Feature missing, <221> not found for SEQ 10^^:7 
L:94 M:258 W; Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:94 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDfr : 7 
L:4 82 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 24 
M:332 Repeated in SeqNo=24 
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